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>gb|M80927 |humha3G Human glycoprotein mRNA, conplete cds. 
Length = 1741 
Plus Strand HSPs: 
Score = 572 (158.1 bits), Expect = 4.8e-40, P = 4.8e-40 



Identities 
Query: 24 


= 178/258 (68%), Positives = 178/258 (68%), Strand = Plus / Plus 
CAGGTTTGATGGTCCTGCTGATGATCCCATGGGGCTCTGCTGCAAAACTGGTCT 83 

MM M MMIIII M M Ml II lllllll 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 

CAGGCTTTGTGGTCCTGGTGCTGCTCCAGTGCTGCTCTGCATACAAACTGGTCTGCTACT 153 


Sbjct: 


94 


Query: 


84 


TCACCAACTGGGCCCAGTACAGACAGGGGGAGGNTCGCTTCCTGCCCAAGGACTTGGACC 

Mill MM llllllll 1 1 II II 1 III 1 1 II 1 1 1 1 MM 

ACACCAGCTGGTCCCAGTACCGGGAAGGCGATGGGAGCTGCTTCCCAGATGCCCTTGACC 


143 


Sbjct: 


154 


213 


Query: 


144 


CCAGCCTTTGGACCCACCTCATCTACGCCTTCGCTGGCATGACCAACCACCAGCTGAGCA 

1 Ml llllll II MMIIII Ml II II 1 MM 1 II 1 II 

GCTTCCTCTGTACCCACATCATCTACAGCrTTGCCAATATAAGCAACGATCACATCGACA 


203 


Sbjct: 


214 


273 


Query: 


204 


CCACTGAGTGGAATGACGAGACTCTCTACCAGGAGTTCAATGGCCTGAAGAAGATGAATC 


263 


Sbjct: 


274 


M Mlllllllll 1 III llllll 1 MM II Mill 1 III 1 

CCTGGGAGTGGAATGATGTGACGCTCTACGGCATGCTCAACACACrCAAGAACAGGAACC 


333 


Query: 


264 


CCAAGCTGAAGACCCTGT 281 




Sbjct: 


334 


MM llllllll II 1 

CCAACCTGAAGACTCTCT 351 





>gb|ui9900|SSU19900 Sus scrofa 38kDa heparin-binding glycoprotein mRNA, 

conplete cds. >emb|Z47803 |SSGP38KD S. scrofa 38kDa heparin-binding 
glycoprotein. 
Length = 1733 
Plus Strand HSPs: 
Score = 546 (150.9 bits), E^q^ect = 7.1e-38, P = 7.1e-38 

Identities = 184/278 (66%), Positives = 184/278 (66%), Strand = Plus / Plus 
Query: 2 ATGGTGCGGTCTGTGGCCTGGGCAGGTTTCATGGTCCTGCTGATGATCCCATGGGGCT 61 

MM I I MMi I MMMI Ml MM M M Ml I I M 

biDjct: 67 ATGGGTCTGAGGGTGGCTCAGACAGGTTTTGTGGCCCTGGTGCTGCTCCAGAG 126 



Query 



62 GCTGCAAAACTGGTCTGCTACTTCACCAACTGGGCCCAGTACAGACAGGGGGAG^ 121 
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